
MOMD 16S rRNA Tree Version 0.01
A total of 82 reference sequences in 82 taxa
Tree constructed on 2019-07-11 using MAFFT and FastTree

0 0.1 0.2 0.3

substitutions/site

MOT-028 MOT028_0028 Dysgonomonas mossii CCUG43457T (1,451 nt) Genbank ID: AJ319867

MOT-047 MOT047_0047 Dysgonomonas oryzarvi JCM16859 (1,429 nt) Genbank ID: AB547446
1.000

MOT-027 MOT027_0027 Parabacteroides goldsteinii WAL12034 (1,396 nt) Genbank ID: AY974070

MOT-029 MOT029_0029 Bacteroides acidofaciens JCM10556 (1,501 nt) Genbank ID: AB021164
0.317

1.000

MOT-031 MOT031_0031 Neisseria species1 WF04 (1,454 nt) Genbank ID: MN095265

MOT-026 MOT026_0026 Acinetobacter johnsonii ATCC17909T (1,417 nt) Genbank ID: Z93440

MOT-022 MOT022_0022 Actinobacillus muris NCTC12432 (1,356 nt) Genbank ID: AY362894

MOT-044 MOT044_0044 Pasteurella species2 WF01 (1,538 nt) Genbank ID: MN095269

MOT-025 MOT025_0025 Pasteurella species1 WM05 (1,453 nt) Genbank ID: MN095264
0.980

1.000

MOT-041 MOT041_0041 Proteus mirabilis ATCC29906 (1,503 nt) Genbank ID: DQ885256

MOT-065 MOT065_0065 Enterobacter hormaechei ATCC49162 (1,368 nt) Genbank ID: AJ508302

MOT-069 MOT069_0069 Enterobacter mori LMG25706 (1,285 nt) Genbank ID: EU721605

MOT-049 MOT049_0049 Enterobacter cloacae ATCC13047 (1,511 nt) Genbank ID: AJ251469

MOT-068 MOT068_0068 Enterobacter ludwigii CCUG51323 (1,513 nt) Genbank ID: AJ853891
0.820

MOT-066 MOT066_0066 Enterobacter cancerogenus ATCC33241 (1,495 nt) Genbank ID: Z96078

MOT-067 MOT067_0067 Enterobacter asburiae ATCC35953 (1,422 nt) Genbank ID: AB004744
0.980

0.889

0.947

0.881

MOT-050 MOT050_0050 Enterobacter species1 LY14 (1,461 nt) Genbank ID: MN095271

MOT-039 MOT039_0039 Citrobacter koseri ATCC27028 (1,545 nt) Genbank ID: MN095273

MOT-048 MOT048_0048 Escherichia coli ATCC11775 (1,450 nt) Genbank ID: X80725

MOT-082 MOT082_0082 Shigella dysenteriae ATCC13313 (1,487 nt) Genbank ID: X96966

MOT-034 MOT034_0034 Escherichia fergusonii ATCC35469 (1,473 nt) Genbank ID: AF530475

MOT-055 MOT055_0055 Escherichia albertii CCUG46494 (1,494 nt) Genbank ID: AJ508775

MOT-019 MOT019_0019 Shigella flexneri ATCC29903 (1,488 nt) Genbank ID: X96963
0.416
0.837
0.082
0.980

0.990
0.859

0.997

0.994

1.000

0.743

1.000

MOT-030 MOT030_0030 Microbacterium paludicola DSM16915 (1,452 nt) Genbank ID: AJ853909

MOT-057 MOT057_0057 Sanguibacter keddieii ATCC51767 (1,495 nt) Genbank ID: X79450

MOT-056 MOT056_0056 Sanguibacter suarezii ATCC51766 (1,477 nt) Genbank ID: X79452

MOT-042 MOT042_0042 Sanguibacter inulinus NCFB3024 (1,477 nt) Genbank ID: X79451
0.938

1.000
0.075

MOT-040 MOT040_0040 Rothia nasimurium CCUG35957 (1,481 nt) Genbank ID: AJ131121

MOT-024 MOT024_0024 Micrococcus aloeverae DSM27472 (1,411 nt) Genbank ID: KF524364

MOT-053 MOT053_0053 Micrococcus luteus DSM20030 (1,418 nt) Genbank ID: AJ536198

MOT-054 MOT054_0054 Micrococcus endophyticus DSM17945 (1,438 nt) Genbank ID: EU005372

MOT-037 MOT037_0037 Micrococcus yunnanensis YIM65004 (1,426 nt) Genbank ID: FJ214355
0.758
0.686
1.000

0.000

1.000

MOT-033 MOT033_0033 Gemella species1 WM15 (1,478 nt) Genbank ID: MN095267

MOT-018 MOT018_0018 Gemella palaticanis CCUG39489 (1,559 nt) Genbank ID: MN095272

MOT-043 MOT043_0043 Gemella species 2 HT3 (1,552 nt) Genbank ID: MN095268
0.081

1.000

MOT-032 MOT032_0032 Granulicatella species1 WM01 (1,471 nt) Genbank ID: MN095266

MOT-036 MOT036_0036 Aerococcus urinaeequi ATCC29723 (1,419 nt) Genbank ID: D87677

MOT-023 MOT023_0023 Aerococcus viridans NBRC12219 (1,474 nt) Genbank ID: AB680262
1.000

0.665

MOT-020 MOT020_0020 Enterococcus faecalis JCM5803 (1,517 nt) Genbank ID: AB012212

MOT-035 MOT035_0035 Enterococcus casseliflavus ATCC700327 (1,509 nt) Genbank ID: AF039903

MOT-021 MOT021_0021 Enterococcus gallinarum ATCC49573 (1,506 nt) Genbank ID: AF039900
0.997

0.998

MOT-016 MOT016_0016 Lactobacillus taiwanensis BCRC17755 (1,526 nt) Genbank ID: EU487512

MOT-051 MOT051_0051 Lactobacillus johnsonii ATCC33200 (1,487 nt) Genbank ID: AJ002515

MOT-052 MOT052_0052 Lactobacillus gasseri ATCC33323 (1,747 nt) Genbank ID: AF519171
0.482
1.000

MOT-017 MOT017_0017 Lactobacillus animalis NBRC15882 (1,489 nt) Genbank ID: AB326350

MOT-014 MOT014_0014 Streptococcus species3 WM14 (1,464 nt) Genbank ID: MN095262

MOT-015 MOT015_0015 Streptococcus species4 WM13 (1,471 nt) Genbank ID: MN095263

MOT-011 MOT011_0011 Streptococcus acidominimus LMG17755 (1,500 nt) Genbank ID: JX986969

MOT-046 MOT046_0046 Streptococcus cuniculi CCUG65085 (1,423 nt) Genbank ID: HG793791

MOT-013 MOT013_0013 Streptococcus species2 1368 (1,466 nt) Genbank ID: MN095261

MOT-012 MOT012_0012 Streptococcus species1 LysM4 (1,463 nt) Genbank ID: MN095260

MOT-010 MOT010_0010 Streptococcus danieliae DSM22233 (1,419 nt) Genbank ID: GQ456229

MOT-045 MOT045_0045 Streptococcus species5 WM07 (1,468 nt) Genbank ID: MN095270
0.999

MOT-063 MOT063_0063 Streptococcus salivarius ATCC7073 (1,546 nt) Genbank ID: AY188352

MOT-064 MOT064_0064 Streptococcus vestibularis NCTC12167 (1,538 nt) Genbank ID: AY188353
1.000

0.997

0.207

0.503

0.990

0.999
1.000

1.000
0.799

0.966

0.975

0.995

MOT-038 MOT038_0038 Jeotgalicoccus nanhaiensis JSM077023 (1,452 nt) Genbank ID: FJ237390

MOT-005 MOT005_0005 Staphylococcus sciuri DSM20345T (1,528 nt) Genbank ID: AJ421446

MOT-080 MOT080_0080 Staphylococcus fleurettii ATCCBAA274 (1,466 nt) Genbank ID: AB233330

MOT-081 MOT081_0081 Staphylococcus stepanovicii CCM7717 (1,545 nt) Genbank ID: GQ222244
0.862

MOT-062 MOT062_0062 Staphylococcus vitulinus ATCC51145 (1,497 nt) Genbank ID: AB009946

MOT-003 MOT003_0003 Staphylococcus lentus ATCC29070 (1,480 nt) Genbank ID: D83370
0.774
0.872

0.930

MOT-002 MOT002_0002 Staphylococcus saprophyticus ATCC15305 (1,477 nt) Genbank ID: NR_115607

MOT-001 MOT001_0001 Staphylococcus xylosus ATCC29971 (1,477 nt) Genbank ID: D83374

MOT-077 MOT077_0077 Staphylococcus succinus ATCC700337 (1,548 nt) Genbank ID: AF004220

MOT-079 MOT079_0079 Staphylococcus equorum ATCC43958 (1,494 nt) Genbank ID: AB009939
0.968

0.877
0.899

MOT-061 MOT061_0061 Staphylococcus gallinarum ATCC35539 (1,477 nt) Genbank ID: D83366

MOT-009 MOT009_0009 Staphylococcus arlettae ATCC43957 (1,494 nt) Genbank ID: AB009933

MOT-008 MOT008_0008 Staphylococcus nepalensis DSM15150 (1,470 nt) Genbank ID: AJ517414

MOT-078 MOT078_0078 Staphylococcus cohniisubsp.cohnii ATCC29974 (1,477 nt) Genbank ID: D83361
0.942

0.890

0.923

MOT-075 MOT075_0075 Staphylococcus petrasiisubsp.petrasii CCUG62727 (1,477 nt) Genbank ID: JX139845

MOT-074 MOT074_0074 Staphylococcus hominis ATCC27844 (1,544 nt) Genbank ID: X66101

MOT-076 MOT076_0076 Staphylococcus devriesei CCUG58238 (1,537 nt) Genbank ID: FJ389206

MOT-060 MOT060_0060 Staphylococcus haemolyticus ATCC29970 (1,544 nt) Genbank ID: X66100
0.399
0.647

0.389

MOT-007 MOT007_0007 Staphylococcus warneri ATCC27836 (1,470 nt) Genbank ID: L37603

MOT-073 MOT073_0073 Staphylococcus pasteuri ATCC51129 (1,494 nt) Genbank ID: AB009944
0.964

MOT-070 MOT070_0070 Staphylococcus simiae LMG22723 (1,478 nt) Genbank ID: AY727530

MOT-004 MOT004_0004 Staphylococcus argenteus MSHR1132 (1,555 nt) Genbank ID: FR821777

MOT-058 MOT058_0058 Staphylococcusaureus ATCC12600 (1,555 nt) Genbank ID: L36472
0.864
0.999

MOT-006 MOT006_0006 Staphylococcus epidermidis ATCC14990 (1,475 nt) Genbank ID: D83363

MOT-072 MOT072_0072 Staphylococcus saccharolyticus ATCC14953 (1,527 nt) Genbank ID: L37602

MOT-059 MOT059_0059 Staphylococcus caprae ATCC35538 (1,492 nt) Genbank ID: AB009935

MOT-071 MOT071_0071 Staphylococcus capitis ATCC27840 (1,469 nt) Genbank ID: L37599
0.866
0.874

0.939

0.857

0.840

0.300

0.990

0.972

0.995

0.993

0.610

1.000

0.939


